Helicoverpa armigera
mitochondrial genome
15,347 bp
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Supplementary figure 1. Linearized mitochondrial genome map of H. armigera.



5'TCAAACCGGTGTAAGCCAGG3’ Reverse

Reve!e :

tmS2(tca)
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11,479" bp

12,810" bp

5’ Thiol group
SH-5’GCCCGACCTGTAGAAGAACC3’ Forward

SH5’GCCCGACCTGTAGAAGAACCTTATATTATTACAGGACAACTTCTCACTGTATTATATTTTTCTTATTTTATTTTTAACCCTTTATTAAATAAATATTGAG
ATAAATTAATTTTTAATTAATTAATGAGCTTGTTATAAGCATTTGTCTTGAAAACTTAAGAAAGAATTTTTATATTCTATTAATTTATACTATAAAAATTATATT
TAAATAAAAAAAATTTTTACACCAATAAATAATATTAAAAAATTTAAAGAAATAGGTAAATATCTTTTTCAAGCTAAGTATATTAATTTATCATATCGATAAC
GAGGTAATGTCCCACGAACTCAAATAAAAAAAAATGAGATAAATACTAATTTTAAATAAAAAAAAAATGTTAAATCATAACCCCCTACATACATTAAAATA
TATAATATACTCATAAATAAAATTCTTGAATATTCAGCTAAAAAAATTAAAGCAAATCCTCCTCTTCTATACTCAATATTAAACCCAGAAACTAATTCTCTTTC
ACCCTCAGCAAAATCAAAAGGTGTTCGATTAGTTTCAGCCAAACTTGAAGATAATCAACATAAAGATAAAGGCAATATAATAAATATAAATCAAATTATTA
CTTGATAATTACTAAACTTTAATAAATTAAAATCTATAATTATAATAATAACAGATATTATAATTAAAGCTAAACTAACTTCATAAGAAATAGTTTGAGCAACA
GCTCGTAATCCCCCTAATAATGCATAATTAGAGTTAGAAGATCAACCTGCCCCCATTAATGCATATACCCCCATACTAGTACAACAAAAAAAAAATAAAAAT
CCTAAATTAAATCTAACCATATTAAAATAATAAGGAATAACTATTCAAATCAATAAGGATAAAAAAAAACTAAAAATAGGAGAAAAATAATAAACAAAATA
ATTTGAATATAAAAGATAAGTTTGTTCCTTAGTAAATAATTTAATTGCATCACTAAAAGGTTGTAAAATTCCAATAATTCCCAATTTATTAGGTCCTTTTCGA
ATTTGAATATAACCTAATACTTTACGTTCTAATAAAGTTAAAAAAGCAACACCAATTAAAACCCCTAAAATTAATATTACTAACCCAATAAAAATTAATAAAT
AATCATTTTTAATCATTTACTATATATATAAATATTTTATATATTAATGATTTCTAAAACCATTACACTTTTCTGCCAAAATAGCCCTATAAATAAATTTTAATAA
AATTCCTTTTTATAAAATTATTTTAAATATTTGATCCTTTCGTACTAAAATATTTTTATATTCTAAAGATAGAAACCAACCTGGCTTACACCGGTTTGAS’

Supplementary figure 2. Designing of oligonucleotide probe against a portion of mitochondrial
genome of C. pomonella and PCR primers for its characterization. Sequence of DNA segment to
be amplified is shown in 5” to 3° direction. Sequence of the probe, which is also the forward primer,

is shown in red letters and the reverse primer is shown in green.



